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hiL2/hIL2RA

Nomenclature C57BL/6Smoc- /(2™ M) g™ (MteRA/smoc
Cat. NO. NM-HU-200275
Strain State Embryo cryopreservation

Gene Summary

Synonyms Il-2, I, CD25, Il2r, Ly-4, Ly-43
NCBI ID 16183, 16184
MGI ID 96548, 96549

Gene Symbol

ENSMUSG00000027720, ENSMUSGO000

Ensembl ID 00026770

Human Ortholog IL-2, IL2RA

Model Description

hIL2(NM-HU-190048) was crossed with hIL2R(NM-HU-190064) to generate |hiL2/hIL2RA mice.
*Literature published using this strain should indicate: hiL2/hIL2RA mice (Cat. NO. NM-
HU-200275) were purchased from Shanghai Model Organisms Center, Inc..

Validation Data

A B
i} Mouse IL-2 Human IL-2
4000 {0
3000-
_ 1004
5 —
£ 2000- £
2 2
504
1000-
0 .

$ & Xy &

Fig1l. Detection of hiL-2 expression by ELISA in the hIL-2 knockin mice (Wild type and
heterozygous hiIL-2 KI mice were administrated with concanavalin).
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=16183
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=16184
http://www.informatics.jax.org/marker/MGI:96548
http://www.informatics.jax.org/marker/MGI:96549
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000027720
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000026770
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000026770
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Fig2. Intracellular staining of IL-2 by FACS post stimulation with anti-mCD3/anti-mCD28 (In

collaboration with CrownBio).
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Fig3. IL-2RA humanized mouse expresses hlL-2RA (hCD25) on naive Treg in blood (In

collaboration with CrownBio).
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Fig4. hlL-2RA is highly expressed on activated Tregs in spleen in the IL-2RA huamnzied mouse
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(In collaboration with CrownBio).
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Fig5. hlL-2RA is highly expressed on activated NK cells in spleen in the IL-2RA humanized
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mouse (In collaboration with CrownBio).
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